

O.G. FIG. 


CLASS 





1/3 



5 ri- 



ovary 

liver 

muscle 

testis 

spleen 

intestine 

pancreas 

seminal vesicle 

kidney 

brain 

thymus 

lung 

heart 



FIG. 1 





1 CLASS 

iftAFTSMAHj 


SU3CLAS$ 



2/3 



61 



121 



CGOGCCJ^AGGAOGACCCCCACCIOTCAGCCTTCC^ 

R A R R R T P T CEP A T P L C C R R D 
CATTACGTAGACTTCCAGGAACTGCGATCGCOGGAC^^ 

H Y V D F Q E L' C W R D W I L Q P E G Y 
CAGCTGAATTACTCCAGTQCWCACyrGCCCTC 

QLNYCSGQCPPH LA G S P G I A 
181 GCCTCITTCCATTCroCCGTCTT^^ 

A S P H S A V F S L L K A N N P W P AS 
241 ACCTCCIOTTGTCTCCCTACTCCCCGAAOGCCC 

TSCCVPTARRP L SLL Y L D H N 

301 GGCAATOTOGTCAACACGGATOXXXrCAC^^ 

GNVVKTDVPDMVVEACGCS* 



60 



120 



180 



240 



300 



360 



FIG. 2 



J Family member % identity with GDF-12 



GDF-1 


43 


GDF-3 


36 


GDF-5 


36 


GDF-6 


39 


GDF-7 


42 


GDF-9 


30 


BMP-3 


37 


BMP-2 


43 


BMP-4 


42 


Vgr-1 


41 


OP-1 


40 


BMP-5 


38 


OP-2 


39 


MIS 


30 


lnhlb(n-a 


27 


Inhlbin-BA 


47 


Inhibin-BB 


50 


Nodal 


38 


GDNF 


21 


TGF-B1 


36 


TGF-B2 


36 


TGF-B3 


41 



FIG. 4 



BY 


0,G.FIG. 


CLASS 





1 GAGCTCriX3AGGGTCAAGCACAGCTATCCATCAGATGATCTACTT^^ 
6 1 CC AG ACAATAG AAC ACAGGTCXJCTOTACCCTTGGCCAAGGGTAGCrroT^ 
12 1 TGCTGTCAClxnXKCCTCATTOGCCCCCAGCAATCAGACTCAAC 
181 ATCCG AGGCTCCTGAACCAGGGCCATTCACCAGGAGCATGCGGCTCCCTCAIX^ 

MRLPDVQL 

241 arGGClXiGTXXTGCTGT<XX^ 

WLVLLWALVRAQGTGSVCPS 
301 CTGTGGGGGCTCCAAACTGGCACCCCAAGCAGAACGAGCTCT^ 

CGG SKLAPQAERALVLELAK 
361 GCAGCAAATCCTGGATGGGT1XX:ACCTGACCAGTCGTCCCAGAATAACTC ATC 

QQILDGLHLTSRPRITHPPP 
421 CCAGGCAGCGCTGACCAGAGCCCTCCGGAGACTAC AGCCAGGGAGTGTGGCTCC A 

QAALTRALRRLQPGSVAPGN 
481 TGGGGAGGAGGTCATCAGCTTTGCTACTGTCACAGACTCCACT^^ 

GEEVISFATVTDSTSAYSSL 
541 GCTCACTTTTC ACCnxyrCC ACTCCTCGGTCCCACCACC^^ 

LTFHL STPRSHHLYHARLWL 
601 GC ACGTGCTCCCCACCCTTCCrrGGCACTCTTTGCTTGAGGAT^^ 

HVLPTLPGTLCLRIFRWGPR 
661 GAGGAGGCGCCAAGGGTCCCGC ACTCTCCIGGCTGAGCACCAC ATC 

RRRQGSRTLLAEHHITNLGW 
721 GCATACCITAACTCTGCCCIXrrAGTGGCTTGAGGGGTC 

HTLTLPSSGLRGEKSGVLKL 
781 GCAACTAG ACIGC AGACCCCTAG AAGGCAACM 

QLDCRPLEG | N S T| VTGQPRRL 
841 CTTGGACACAGCAGGACACCAGCAGCCCITCCTAG AGCTTAAGATC^^ 

LDTAGHQQPFLELKIRANEP 
901 TGGAGCAQG CCGGGCCAanRQGAG GACCCCCAgCTGTGAGgCT^ 



9 61 CAGGCGAGACCATTACGTAGACTTCCAGGAACTGGGATGGOSTC 

RRDHYVDFQELGWRDWI lqp 

1021 CGAGGGGTACCAGCTGAATTACTGCAGTGGGCAGTGCCCTCCCCACCTGG(^^ 

EGYQLNYCSGQCPPHLAGSP 

1081 AGGCATTGCTGCCTCTTTCCATTCTGCCGTC^^ 

GIAASFHSAVFSLLKA NNPW 

1141 GCCrcCCAGTACCTCCTGTTGTGTCCCTACTGCCCC^^ 

PASTSCCVPTARRPLSLLYL 

1201 GGATCATAATGGCAATGTGGTCAAGACGGATCTGCCAGATA1«3TGGT^ 

DHNGNVVKTD VPDMVVEACG 

1261 CTGCAGCTAGCAAGAGGACCTGGGGCTTTCGAGTGAAGAGACC^^ 

C S ♦ 

1321 GCACAGGGCATCTGTGACTGGAGGCATCAGATTCCTGATC^ 

1381 ACCTGGCAATATGACTCACTTCACCCCTATGGGACCCAAATG^ 

1441 ACTCIXXSCTTATTCCAGGTTGGCTG ATGTCTl^^ 

1501 GGGGTCTACCCAGAAAGCATGATTTCCTGCCCTAAGTCCTG^ 

1561 AGGG AGGGAGGGAGGGAAGGCAGAGAAAAATTACTTAGCCTCTCCC AAGATG AGAAAGTC 

1621 CTCAAGTGAGGGGAGGAGGAAGCAGATAGATGGTCCAGCAGGCTTGAAGCAGGGTAAGCA 

1681 GGCTGGCCCAGGGTAAGGGCTGTTGAGGTACCTTAAGGGAAGGTC^ 

1741 AAGGCGCTCAGGGAGGATGCTTAGGGGACCCCCAGAAACAGGAGTCAGGAAAATGAGGCA 

1801 CTAAGCCTAAGAAGTTCCCTGGTTTTTCCCAGGGG AC AGGACCCACTGG^ 

1861 TTATACTTTCirrCTTCIT^ 

1921 GGAGTGCAGTGACACGATCnXSGCTCACTGCAACCTCCGTC^ 

1981 TTCrcCCTCAGCCrcCCGAGCAGCTGGGATTACAGGCGCCCACT^ 

2041 GTAGAAACGAGGTTTCAACATGTTGGCCAGGATGGTCTCAATCTCT^ 

2101 ACCCG ACTTGGCCrcCCGAAGTGATG AG ATTATAGGCGTGAGCC ACCGCGCCTGGCTO 

2161 ACTTTCTTAATAAAAAGG AGAAAGAAAATCAACAAATGTG AGTCATAAAG AAG 

2221 GTGATGGTCCAGAGCAACAGTTCTTCAAGTGTACICTGTAGGCT^^ 

2281 TC AGGGGTGTCCACAAAGTC AAAGCTATTTTCATAATAATACTAAC ATGTTATT^ 

2341 TTG AATTCTC ATTATCTTAAAATTGTATTGTGGAGTTT^ 

2401 ATTACJVTCATCTTTCTGAC 2419 
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